DNA Polymerase Function and Fidelity Depend on Specific

Active-site Interactions and Geometry
In Pol A,

Potential Energy Profile for the Phosphate-oxygen-Assisted
Deprotonation Pathway in the Crystal Model

Optimized Geometry Less Ideal Geometry

Active site organization affects chemical reaction pathways and associated energy barriers




	DNA Polymerase Function and Fidelity Depend on Specific Active-site Interactions and Geometry

